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Apicomplexan plastids were not detected in all replicates from the same colony.
For instance, plastotype 1 was found in five A. palmata colonies but its detection ranged from 1-6 replicates (Table S4 ). In addition, in a colony of C. delta, 2 replicates contained both plastotypes 19 and 20 while a third contained neither. In all 5 other C. delta colonies with multiple replicates, no apicomplexan plastids were detected in any replicates.
Factors that affect the detection rate of apicomplexan plastids
Apicomplexan plastid occurrence has been reported as high as 100% among coral colonies; however, there are several factors that affect this detection rate [27, 28] . First, the extraction procedure affected the rate of detection. In general, the DNA/RNA AllPrep kit was more likely to detect apicomplexans compared to the more commonly used DNeasy PowerSoil kit. Second, apicomplexans were more likely to be detected if more replicates were processed per coral colony. The failure to detect apicomplexans in some replicates may be due not only to non-biological factors such as extraction efficiency or sequencing depth but also to biological factors such as the relative abundance of apicomplexans or a non-uniform distribution across the coral colony. Altogether, this may suggest that a higher percentage of individual coral colonies host apicomplexans than previously reported and comparisons of the detection rate between species is difficult.
Contamination is not likely why the same plastotypes appear in Swiftia and Muricea
We believe it is unlikely that Swiftia exserta and Muricea pendula share plastotypes due to contamination for various reasons. First, these corals were collected in separate containers. Second, three other coral species were collected at sites where Muricea and/or Swiftia were collected however none of these other corals harbored these plastotypes. In fact, Ellisella hosted its own set of plastotypes. Finally, we collected only Swiftia or only Muricea at five separate sites and these corals still harbored plastotypes 7, 8, and 9 (often within a single colony).
Contamination of plastotype 16
Plastotype 16 was present in roughly 1/3 of the samples in the first sequencing run. In the second sequencing run, this plastotype was restricted to Leiopathes glaberrima samples in which it composed over 80% of the microbial community in some samples. In almost all samples that were not Leiopathes glaberrima, plastotype 16 composed less than 5% of the microbial community ( Fig. S1 ). The only exception was a sample with fewer reads that passed quality control and thus it was likely a low-quality sample that was probably more susceptible to contamination. Plastotype 16 was only considered present in samples from the first sequencing run if it composed more than 5% of the microbial community except for the one sample with few reads that passed quality control. Swiftia exserta 3 vs 1 4 vs 3 1 vs 0 1 vs 0 5 vs 3
Muricea pendula 3 vs 2 5 vs 3 0 vs 0 0 vs 0 5 vs 3 
